type file {} 

type fileNames{ file f[]; }

// Procedure to run "R" statistical package

(file t) bricRInvoke (file script, int iteration, file dataAll, file dataPerm){
       app { bricRInvoke @filename(script) iteration

                         @filename(dataAll) @filename(dataPerm);

       }
} 

// Procedure to run AFNI Clustering tool

(file t, file v) bricCluster (file clusterScript, int iteration,

                              file randBrain, file brainFile, file specFile) {
       app { bricPerlCluster @filename(clusterScript) iteration
                             @filename(randBrain) @filename(brainFile)

                             @filename(specFile);
       }
}
// Procedure to merge results based on statistical likelhoods
(file t) bricCentralize ( file fn[]) { 

       app { bricCentralize @filenames(fn); } 

} 

// Procedure to iterate over the data collection
(fileNames randCluster, fileNames dsetReturn) brain_cluster () {

    int j[]=[1:2000]; 

    file dataAll       <fixed_mapper; file="obs.imit.all">; 

    file dataPerm      <fixed_mapper; file="perm.matrix.11">; 

    file brainFile     <fixed_mapper; file="colin_lh_mesh140_std.pial.asc">; 

    file specFile      <fixed_mapper; file="colin_lh_mesh140_std.spec">; 

    file randScript    <fixed_mapper; file="script.obs.imit.tibi">; 

    file clusterScript <fixed_mapper; file="surfclust.tibi">;
    fileNames randBrain<simple_mapper; prefix="rand.brain.set">; 

    foreach int i in j {

        randBrain.f[i] = bricRInvoke(randScript,i,dataAll,dataPerm); 

        file rBrain=randBrain.f[i];
        (randCluster.f[i], dsetReturn.f[i]) =
            bricCluster(clusterScript,i,rBrain, brainFile,specFile);

    } 

}
// Declare datasets

fileNames randBrain<simple_mapper; prefix="rand.brain.set">; 

fileNames randCluster<simple_mapper; prefix="Tmean.4mm.perm", 

       suffix="_ClstTable_r4.1_a2.0.1D">; 

fileNames dsetReturn<simple_mapper; prefix="Tmean.4mm.perm", 

                     suffix="_Clustered_r4.1_a2.0.niml.dset">; 

file bricResult<fixed_mapper; file="OUT.TXT">; 

// Main program – launches the whole workflow

(randCluster, dsetReturn) = brain_cluster(); 

bricResult= bricCentralize (randCluster.f);
�Does main program need to go at end?





